The article described an interpretation for the cross-reactivity between Citrobacter freundii OCU 158 and Escherichia coli O157:H7, which is due to apparently identical O-speci¢c polysaccharides in both strains. Brie£y, we investigated the structure of O-speci¢c polysaccharides by gas chromatography/mass spectrometry (GC/MS) and nuclear magnetic resonance (NMR) analyses in comparison with the data obtained from both strains. These data were completely coincident between those from two strains. Therefore, the serologic cross-reactivity of these two strains was accounted for by the common structure of O-speci¢c polysaccharides in lipopolysaccharides (LPS).
In the article it was proposed that the structure of Ospeci¢c polysaccharide from C. freundii OCU 158 and E. coli O157:H7 possessed the same repeating tetrasaccharide
n , a structure which was inconsistent with that proposed for E. coli O157:H7 by Perry et al. [1] . Since the publication of the data, however, the question has been raised which structure of O-speci¢c polysaccharide proposed for E. coli O157:H7 is the correct one. Therefore, we carefully examined and compared the NMR and MS data with those provided by Perry. This revealed the following: (1) our O-speci¢c polysaccharides from E. coli O157:H7 and C. freundii OCU 158 are completely identical to Perry's one from E. coli O157:H7, (2) the discrepancy with the two structures resulted from the difference in our assignment on the position linkage for the perosamine (PerNAc) and galactosamine (GalNAc) residues, as well as their sequence, and (3) the NMR data provided by Perry at this time, in particular, 2D homonuclear chemical-shift-correlated spectroscopy (COSY) and nuclear Overhauser enhancement spectroscopy (NOESY) spectra have substantiated the original assignment on the position linkage for PerNAc and GalNAc and their correct sequence.
From these results, we present the revised structure of O-speci¢c polysaccharide from E. coli O157:H7 and C. freundii OCU 158, as [^4)-L-D-Glc-(1^3)-K-D-GalNAc-(1^2)-K-D-PerNAc-(1^3)-K-L-Fuc-(1^] n , which is consistent with the original structure [1] .
